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BLAST Uppermost Details (BUDs)

Inspect BLAST hits and find groups
of top list proteins



BLAST hits

sll0173 hits

sl10173

RSp0135

PA0468

sl11049 1

AGc1268

RSc2755




Comparison of BUDs and COGs

66 genomes

192,987 proteins

4,873 COGs

35,678 BUDs

139,866 proteins in BUDs

1901 BUDs identical to COGs

3334 COGs have more than 80% of proteins
in BUDs




Examples of BUDs for taxonomic orders
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