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• COBRA ‐ Research in breast cancer 
Pharmacogenetics (Flockhart, PI)

• PGRN ‐ Pharmacogenetics Research 
Network

• “The Pharmacogenetics Research 
Network (PGRN) is a nationwide 
collaboration of scientists studying the 
effect of genes on people's responses to a 
wide variety of medicines.”
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Coordinating Core: Indiana University-David 
Flockhart, MD, PhD

Analytical Core: Zeruesenay Desta and 
Steve Hall

Biostatistics Core: Lang Li

Pharmacogenetics Core: Todd Skaar

Bioinformatics Core: Sean Mooney, 
Anne Nguyen and Rebecca Fletcher
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• The Pharmacogenetics and Pharmacogenomics Knowledge Base
• Central data bank for PGRN
• Managed at Stanford Univ.
• Publicly available
• Curates information

– drugs, genes, disease
• Integrates variant data

– dbSNP, HapMap, jSNP
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• Secure platform for exporting to PharmGKB and 
other databases

• Securely and collaboratively manage data files 
that are not required to be database ‘enabled’

• Better enable analysis by exporting data in 
arbitrary formats

• Enable sites to view and access their data as it 
becomes available

• Needs to scale with new technologies and be 
easy to maintain

Management Needs

Web-based
Intranet

Data

Genotype

Phenotype

Sequence

Sources

PharmGKB

COBRA
Sites

Other DBs

Export



batch upload

- OR -

via web interface

WorkflowsGenotypeSequence
1. Manage genotype data and annotate 

polymorphisms from resequencing data.
2. Facilitate analysis of the data to elucidate 
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