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Problem Definition

0 With the growth of databases of biological relationships

B networks can be large and complicated
B visual analysis has become increasingly important

[0 Our goal:

B Study how different attribute visualization approaches affect
users’ ability to understand and analyze biological networks

B Observe whether the differences in attribute visualization tools
help the user better understand complex networks

[0 Study of three Cytoscape tools for selecting nodes by Gene
Ontology annotations in networks from Michigan Molecular
Interaction (MiMI) database




Attribute Visualization Using Cytoscape
[0 Data Panel and NCIBI's Attibute Browser
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Attribute Charts Plug-in

& Cytoscape Desktop (Session: tnfrBiocarta.cys)
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User Study

Design

B Pre-questionnaire
B Three tasks to perform with the attribute visualization tools
B Post-questionnaire

Challenges

B Measuring “understanding”

Number of tasks completed, task completion time,
number of prompts needed, ...

® Defining and selecting different tasks

One basic task, one intermediate and one advanced task
B Creating PPI networks for the tasks




Creating the PPI Networks
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