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[ Chromatin modification }

Chromatin Modification (CM): The alteration of
DNA or protein in chromatin, which may result in
changing the chromatin structure.
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3. Phylogenetic analyses
*Hierarchical clustering

(1. Data Sources A
i CM genes (G0:0016568, literature curation)
. Complete eukaryotes (111 species)
o PPI networks (collins et al. 2007, Irefindex -
\ Razick et al. 2008) J
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2. Homology identification
*Inparanoid (Remm et al. 2001)
*BLAST
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*MAFFT, PHYLIP
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4. Integration A
* Pholygenetic profile
e Conserved protein interaction
e Conserved co-expression
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Predicting orthologous relationships of curated CM genes
across the four model organisms

NAP1L1, NAP1L2, NAP1L4
SIN3A, SIN3B, WDRSB,
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Curated CM genes: 312
Orthologs to other (R genes: a1 Orthologs te other (¥ genes: 47
Mew predicted yeast OM genes: 28 Newr predicted worm il genes: 219

Homologies to human

\
(ACTG 1, P11388-2

ENSG00000180991, HDLBP
HIRA, ORC2L, ORC5L, POLE3
RTF1, TADA2L, TAF1L, TAF1
TOP2B, USP51

. J

H2AFV : histone H2A family
ACTL6B, CHDS5, EED, HCFC1 SMARCA?2 : SWI/SNF
PPA1, PPA2, SMARCD3 complex ,

Curated CM genes: 170
Orthologs to other CM genes: 112

New predicted human CM genes: 309 . “g "3 ss ”
SickKids <% %

Tt s



Conservation profiles of the chromatin modification genes

associated with yeast
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Protein-protein interaction map correlating
conservation profiles with known CM complexes in yeast
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