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Models

Dirichlet process mixture model (DPM)

yi ∼ N(Ω(xi)βi, τi)
(βi, τi) ∼ G

G ∼ DP (G0)

Product partition model (PPM)

yi|zi = k ∼ N(Ω(xi)βk, τk)
(βk, τk) ∼ G0

P (z) ∝
r∏

k=1

c(z)

c(z) =
{

(nk − 1)!/r! Dirichlet
nk/r! Cluster
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Alternate Cohesions c(z)
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Posterior Inference

P (z|y) ∝
r∏

k=1

c(z)P (y(k)|z)

P (y(k)|z) =
∫∫ r∏

k=1

P (y(k)|βk, τk)dG0

Profile inference

ẑ = arg maxP (z|y)

P (βk, τk|y, ẑ) ∝
r∏

k=1

P (y(k)|βk, τk)P (βk, τk)
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Yeast Cell Cycle Data - Spellman et al. (1998)
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