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Lb. plantarm glycerol-2-phosphate .
WOES NP 7B4085.1 | 27739 | 13800.223 | 7E5 | lp 0267 | tagDl eytidylyliransferase linle
Lb. plantarum glycerol-3-phosphate :
WCOES NP _784%908.1 | 2777739 | 15465866 | 706 | lp 1248 | tagDZ cytidylyliransferase link




A CENTER FOR

Understanding the molecules of life.  UtahState (2 | Intecaate
' UN IVERSITY 9 BIOSYSTEMS

Link to Pathway Database

L. plantarum Gene: tagD1

Mucleotide Sequence | Mucleotide Sequence Meighborhood | Frotein Sequence

Superclasses: UNCLASSIFIED

Map Fosition: 243083 = 242 497 inucleotides) 7348 (centisomes) [click to views in chromosome browser]

FProducts: ghycerol2-phosphate cytidylyitransferase

Feactions Catakzed by Enzymes:
dlycerol-3-phosphate + CTP = CDPalvcerol + pyrophosphate

Fathiways Invalving Enzymes: dhvceral teichaic acid biosynthesis

Gene-Reaction Schematic:

zene Local Context (to scale): L7



